Dithiocarbamates are well known to possess various properties with a wide range of applications (Hogarth, 2005). In our attempt to modify the substituents of piperidine dithiocarbamate we have formed the title compound. It is likely that this
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The C6-S2 bond is 1.664 (3) Å, which is an intermediate of the standard value for C═S (1.56 Å) and shorter than a C -S single bond (1.82 Å). This is attributed to a slight delocalization of negative charge over the C-N-C-S chain.
The piperidine ring shows a chair conformation with Cremer-Pople puckering parameters Q= 0.583 (3) Å, θ= 2.9 (3)°, φ= 355 (6)°. The dihedral angle between the planar dithiocarbamate moiety S1/S2/N1/C6 and the planar p-tolyl frgament C7/C8/C9/C10/C11/C12/C13/C14 is 74.46 (10)°. The C7-S1-C6-S2 fragment adopts a cis conformation with the torsion angle of -6.6 (2)° comparable to previous literature (Kumar et al., 2013; Kotresh et al., 2012) . The arrangement of the molecules in the crystal are dominated by the presence of the crystallographic 2-fold rotation axis. There are no significant pi-pi interactions or other specific intermolecular interactions in the crystal structure.
S2. Experimental
Sodium piperidine dithiocarbamate was pre-synthesized in accordance to the method of Nabipour (2011). Sodium piperidine dithiocarbamate (5.5 mmol) in absolute ethanol (30 ml) was stirred continuously with dropwise addition of equimolar amounts of 4-methylbenzyl chloride until a precipitation occurred. The precipitate (sodium chloride) was filtered off and the filtrate was reduced to half the volume and left to stand at room temperature to give colourless 
S2.1. Refinement
H-atoms were placed in calculated positions (C-H 0.93-0.97 Å) and were included in the refinement in a riding-model approximation with U iso (H) = 1.2U eq (C) or 1.2U eq (C methyl ).
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Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are shown as spheres of arbitrary radius.
S-(4-Methylbenzyl) piperidinedithiocarbamate
Crystal data Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.60407 (11) 0.46509 (6) 
